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Supplementary Fig. 1: Screening and genetic stability analysis of the recombinant strain of LM-AImo2672. (A): Screening of
recombinant LM-AImo2672 by PCR; (B): Analysis of genetic stability of LM-AImo2672.

M: Standard DNA marker (DL-2000); 1, 2: LM EGD-e; 3, 4: LM-AImo2672; 6, 7: PCR detection of the 10th and 20th generation of
LM-AImo02672; 5, 8: Negative control
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ATGATTAATG AATTTGTTTG TACAAATATT TCCACACAAG ATCCGGCGGC GTTGGTTGCG TTTTATCACG AAAAATTGGG AATTCCGATA GTATTCGAAG
ATGATTAATG AATTTGTTTG TACAAATATT TCCACACAAG ATCCGGCGGC GTTGGTTGCG TTTTATCACG AAAAATTGGG AATTCCGATA GTATTCGAAG
GGTACGACAA TTATGACGGA GCGAAATTAG GTTTTTCTGAAAAGGCTCCC GGGATTATTG TTTGGAATAA TAGCAAATGG GGCGAAGCAA GCGAATCTAA
GGTACGACAATTATGACGGA GCGAAATTAG GTTTTTCTGAAAAGGCTCCC GGGATTATTG TTTGGAATAATAGCAAATGG GGCGAAGCAA GCGAATCTAA
AGTGGAGTTT GTTTTCTCGT GTGATACTAATTTGGATGAG ATGTACCGGG AACTTCAAAC AGCGGGAGTG GAGACACCAG AACCTTGTGT GGCTGAGTGG
AGTGGAGTTT GTTTTCTCGT GTGATACTAATTTGGATGAG ATGTACCGGG AACTTCAAAC AGCGGGAGTG GAGACACCAG AACCTTGTGT GGCTGAGTGG
GGCGGACGTG AACTGAATTT ACTTGACCCA GATGGCAATA AGATTATGAT TTTGGAGCCC GCACAATGAA TGGCTAAGCT AGAAACGTTT TATCCCATTG
GGCGGACGTG AACTGAATTT ACTTGACCCA GATGGCAATA AGATTATGAT TTTGGAGCCC GCACAATGA - ----mmmm mmmmmmmmen mmmeeee

TAGCTACACC AAAGCGTGCT GGCTATAAAG AATATCTACC GAGTGCAGCT CTTACAGGCT ATATTCGCTG TTTTTGGGAG GCAGATGATA AGAATTTCCC

ATTTAAACGA TATAGTAATC ATACCCCAGA AGAAATGAAG CAAATTTTTC TGCAAAATGT CGCAAATATA CAATGAATGT CTGCTTACAAACGGATTCTT

............................................................................ ATGT CTGCTTACAAACGGATTCTT

GTTGGTGTAG ATGGATCAAA TGAAGCGGAA GCCGCGCTAA GACGAGCTGT TCAATTTGCC AAAATGGATG GCGCTACGCT TGGCATTGGC TTTGTCGCGG

GTTGGTGTAG ATGGATCAAA TGAAGCGGAA GCCGCGCTAA GACGAGCTGT TCAATTTGCC AAAATGGATG GCGCTACGCT TGGCATTGGC GTCGCGG

ATGTTCGTCG GATTGCACCA TTAATCGATT ATGAACAAAC CTATGCCAAA AAAGCCAAAG CTTACGGAGA AGAATTAGTT GAGATGTACA AAAAAGAAGC

ATGTTCGTCG GATTGCACCA TTAATCGATT ATGAACAAAC CTATGCCAAAAAAGCCAAAG CTTACGGAGA AGAATTAGTT GAGATGTACAAAAAAGAAGC

CGAAAAAGCT GGCGTAGCGC ACGTTGAAAC TTTTGTTCAC TTTGGTACGC CAAAAACTAC CTTCAATAAA AAAATAACGC GAAATTTTGAACCCGATTTA

CGAAAAAGCT GGCGTAGCGC ACGTTGAAAC TTTTGTTCAC TTTGGTACGC CAAAAACTAC CTTCAATAAA AAAATAACGC GAAATTTTGAACCCGATTTA

ATTTTAGTTG GAGCAACTGG ACTTTCGGCA ACAGAACAAT TTATTCTTGG TAGTGTTTCT GAATATACGG CCACCCATGC ACCTTGCGAC GTTATTATTG

ATTTTAGTTG GAGCAACTGG ACTTTCGGCAACAGAACAAT TTATTCTTGG TAGTGTTTCT GAATATACGG CCACCCATGC ACCTTGCGAC GTTATTATTG

TTCACGCAAAACCTTGGCGC AACAGAAAGA CTGTCGAAAAACTCTAA

TTCACGCAAAACCTTGGCGC AACAGAAAGA CTGTCGAAAAACTCTAA

Supplementary Fig. 2: Comparison of sequencing result of amplified products of LM-AIm02672 with the corresponding sequence of Lm EGD-e
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Supplementary Fig. 3: The upstream DNA sequence of prfA gene used in the EMSA.

(A) The upstream sequence of prfA gene; (B) The relevant features and position in DNA fragment were shown.



